: DI/EI-SIM data for the analysis of a mixture of cholesterol and three representative cholesterol esters over the temperature range 40-250 0 C. For clarity only the traces for m/z 386 (derived from cholesterol only) and m/z 368 and m/z 353 (derived from cholesterol and cholesterol esters) are shown to demonstrate the clear delineation between the two ion sources. Figure S2 . Typical DI/EI-SIM data for the analysis of four individual tear sample extracts. A visual examination of the profiles allows an immediate assessment of the validity of the data, based on the overlapping thermal-desorption profiles and abundance ratios of the diagnostic ions for cholesterol and D 6 -cholesterol. Averaged mass-spectral abundance data over a 0.2 min window across the apex of the traces is used to quantify free cholesterol with reference to the D 6 -cholesterol internal standard. Figure S3 . Comparison of instrument response for free cholesterol against D 6 -cholesterol internal standard in the same three lipid extracts of human meibum measured by direct insertion/electron ionization mass spectrometry (DI/EI-MS, x-axis) and electrospray ionization tandem mass spectrometry (ESI-MS/MS, y-axis). These data reveal excellent agreement between these orthogonal measurement technologies.
